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Figure 2 A 



GCGAGGCAGGCAGCCTGGAGAGAAGGCG 
CTGG^CTGCGAGGGCGCGAGGGCGCGAGGGCAGGGGGCAACCGGACCCCGCCCGCATCC 
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Glu Thr Gin Ala Cys Thr Arg Glu G^n Asn a\ct He Cys Thr Cys 

AGG CCC GGC TGG TAC TGC GCG CTG /AGC AAG CAg\aG GGG TGC CGG 
Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin g\u Gly Cys Arg 



./ 



CTG TGC GCG CCG CTG CGC AAG TfeC CGC CCG GGC TTCXGGC GTG GCC 
Leu Cys Ala Pro Leu Arg Lys /Cys Arg Pro Gly Phe G^y Val Ala 



AGA CCA 
Arg Pro 

CCG GGG 
Pro Gly 

CCC CAC 
Pro His 

ATG GAT 
Met Asp 

CCA GGG 
Pro Gly 



GGA ACT GAA ACA T< 
Gly Thr Glu Thr Sfer 

ACG TTC TCC AAc/aCG 
Thr Phe Ser Asn Thr 



CAG ATC TGT XAC GTG 
Gin He Cys/Asn Val 

GCA GTC TGC ACG TCC 
Ala Val ^ys Thr Ser 

GCA GTA CAC TTA CCC 
Ala v/l His Leu Pro 



GAC GTG GTG TGC AAG CCCS TGT GCC 

Asp Val Val Cys Lys ProXcys Ala 

^ t 

ACT TCA TCC ACG GAT ATT TGC AGG 
Thr Ser Ser Thr Asp He Cy^B Arg 

GTG GCC ATC CCT GGG AAT GCaVgC 
Val Ala He Pro Gly Asn Ala ker 

ACG TCC CCC ACC CGG AGT ATG Gd 

Thr Ser Pro Thr Arg Ser Met Ala> 

t 

CAG CCA GTG TCC ACA CGA TCC CAA 
Gin Pro Val Ser Thr Arg Ser Gin 



CAC ACG CAg/cCA ACT CCA GAA CCC AGC ACT GCT CCA AGC ACC TCC 
His Thr Gin Pro Thr Pro Glu Pro Ser Thr Ala Pro Ser Thr Ser 



/ 



TTC CTG /CTC CCA ATG GGC CCC AGC CCC CCA GCT GAA GGG AGC ACT 
Phe Leu^ Leu Pro -Het Gly Pro Ser Pro Pro Ala Glu Gly Ser Thr 



/ 



GGC GAC TTC GCT CTT CCA GTT GGA CTG ATT GTG GGT GTG ACA GCC 
GIy/asp phA T^ n Pro Val Glv Len Tie Val fjlv Vftl Thr Ala 

TTG GGT CTA CTA ATA ATA GGA GTG GTG AAC TGT GTC ATC ATG ACC 

T^n i^n Ti A Glv v»l Val Asn Cvfl Val T1f> Mrt Thr 
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Figure 2B / 

CAG GTG aXa AAG AAG CCC TTG TGC CTG CAG AGA GAA GCC AAG GTG 9 8 "7 

Gin Val LysNLys Lys Pro Leu Cys Leu Gin Arg Glu Ala Lys V^I 278 

CCT CAC TTG CCr\GCC GAT AAG GCC CGG GOT ACA CAG GGC CQC GAG 1032 

Pro His Leu Pro ft-la Asp Lya Ala Arg Gly Thr Gin Gly Pro Glu 293 

CAG CAG CAC CTG CTG TyTC ACA GCG CCG AGC TCC AGC A^ AGC TCC 107 7 

Gin Gin His Leu Leu Ixe Thr Ala Pro Ser Ser Ser/^er Ser Ser 30 8 

CTG GAG AGC TCG GCC AGT GCG TTG GAC AGA AGG J^G CCC ACT CGG 1122 

Leu Glu Ser Ser Ala Ser AlV^u Asp Arg Arg^ Ala Pro Thr Arg 32 3 

AAC CAG CCA CAG GCA CCA GGC GTG GAG GCCyAGT GGG GCC GGG GAG 1167 

Asn Gin Pro Gin Ala Pro Gly Val^C^ Ala Ser Gly Ala Gly Glu 338 

GCC CGG GCC AGC ACC GGG AGC TCA GATX^CT TCC CCT GGT GGC CAT 1212 

Ala Arg Ala Ser Thr Gly Ser Ser Asp S^ Ser Pro Gly Gly His 353 

GGG ACC CAG GTC AAT GTC ACC TGC-^ ATC GTG^^C GTC TGT AGC AGC 12 57 

Gly Thr Gin Val Asn V^l Thr Cy's lie Val Asn Val Cys Ser Ser 368 

/ \ 

TCT GAC CAC AGC TCA CAG TGC TCC TCC CAA GCC AGC TCC ACA ATG 1302 

Ser Asp His Ser Ser Gin C^s Ser Ser Gin Ala Ser Ser Thr Met 383 

GGA GAC ACA GAT TCC AGC'^CC TCG GAG TCC CCG AAg\aC GAG CAG 134 7 

Gly Asp Thr Asp Ser Ser Pro Ser Glu Ser Pro Lys As"© Glu Gin 398 

y P P ^ 

GTC CCC TTC TCC AAG/ GAG GAA TGT GCC TTT CGG TCA CAG CTG GAG 1392 

Val Pro Phe Ser L^/s Glu Glu Cys Ala Phe Arg Ser Gin Leu^lu 413 

ACG CCA GAG ACC/CTG CTG GGG AGC ACC GAA GAG AAG CCC CTG CCC 14 37 

Thr Pro Glu Thr Leu Leu Gly Ser Thr Glu Glu Lys Pro Leu Pr\ 428 

/' \ 

CTT GGA GTG /CCT GAT GCT GGG ATG AAG CCC AGT \ 14 70 

Leu Gly Val Pro Asp Ala Gly Met Lys Pro Ser \ 439 

TAACCAGGCCGGTGTGGGCTGTGTCGTAGCCAAGGTGGGCTGAGCCCTGGCAGGATGAC \ 

CCTGCGAAGGGGCCCTGGTCCTTCCAGGCCCCCACCACTAGGACTCTGAGGCTCTTTCT \ 

GGGCCAAGTTCCTCTAGTGCCCTCCACAGCCGCAGCCTCCCTCTGACCTGCAG ... \ 
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Figure 3A 



CGCAGCTGAGGCACTAGAGCTCC 



23 



.CAAGGGCGGGAGCCACCGCTGCCCCT ATG GCG CCC GCC GCC CTC T^G 

Met Ala Pro Ala Ala Leu yXrp 

GTC GCG CTG GTC TTC GAA CTG CAG CTG TGG GCC ACC GGG CAC ACA 
Val AlS\I/eu Val Phe Glu Leu Gin Leu Trp Ala Thr Gly/His Tht 

GTG CCC G6C CAG GTT GTC TTG ACA CCC TAC AAA CCG GXA CCT GGG 
Jial Pro Al\Gln Val Val Leu Thr Pro Tyr Lys Pro/Glu Pro Gly 

TAC GAG TGC CAG ATC TCA CAG GAA TAC TAT GAC A'GG AAG GCT CAG 
Tyr Glu Cys Gliklle Ser Gin Glu Tyr Tyr Asp/hrg Lys Ala Gin 

ATG TGC TGT GCT AA<; TGT CCT CCT GGC CAA TAT GTG AAA CAT TTC 
Met Cys Cys Ala LysXCys Pro Pro Gly Gln/Tyr Val Lys His Phe 

TGC AAC AAG ACC TCG G^C ACC GTG TGT C^G GAC TGT GAG GCA AGC 
Cys Asn Lys Thr Ser AspNThr Val Cys^la Asp Cys Glu Ala Ser 

ATG TAT ACC CAG GTC TGG AAC CAG TTT CGT ACA TGT TTG AGC TGC 
Met Tyr Thr Gin Val Trp Asn\Gln P^e Arg Thr Cys Leu Ser Cys 

AGT TCT TCC TGT ACC ACT GAC CAS GTG GAG ATC CGC GCC TGC ACT 
Ser Ser Ser Cys Thr Thr Asp Gln\^l Glu He Arg Ala Cys Thr 

AAA CAG CAG AAC CGA GTG TGj/gCT TGG GAA GCT GGC AGG TAC TgC 
Lys Gin Gin Asn Arg Val Cyi Ala Cys^Glu Ala Gly Arg Tyr Cys 

GCC TTG AAA ACC CAT TCT/GGC AGC TGT CGA CAG TGC ATG AGG CTG 
Ala Leu Lys Thr His Ser Gly Ser Cys ArgNGln Cys Met Arg Leu 



AGC AAG TGC GGC CCT GGC TTC GGA GTG GCC AG^ TCA AGA GCC CCA 
Ser Lys Cys Gly Pro/bly Phe Gly Val Ala Ser. Ser Arg Ala Pro 



AAT GGA AAT GTG CTA TGC AAG GCC 
Asn Gly Asn Val l4u Cys Lys Ala 



GAC ACC ACA TCA 
Asp Thr Thr Sex 

AGC ATC CTG .GCT 
Ser He Leu/ Ala 

GCG CCC GAG TCC 
Ala Pro Glu Ser 

GTA TCT CAG CCA 
Val Se^r Gin Pro 



TCC ACT GAT GTG 
Ser Thr Asp Val 

ATT CCC GGA AAT 
He Pro Gly Asn 

CCA ACT CTA AGT 
Pro Thr Leu Ser 

GAG CCC ACA AGA 
Glu Pro Thr Arg 



TGT GCC CCA 
Cys Ala Pro 

TGC AGG CCC 
Cys Arg Pro 

GCA AGC ACA 
Ala Ser Thr 

GCC ATC CCA 
Ala He Pro 

TCC CAA CCC 
Ser Gin Pro 
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Gly Thr 
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AGG ACA 
Arg Thr 

CTG GAT 
Leu Asp 



TTC TCT 
Phe Ser 

ATC TGT 
He Cys 

GTC TGT 
Val Cys 

\ 

CTC TAC 
Leux Tyr 

CAA GAG 
Gin Glu 



CCA/GGG CCC AGC CAA ACT CCA AGC ATC CTT ACA TCG TTG GGT TCA 

Pro Gly Pro Ser Gin Thr Pro Ser He Leu Thr Ser Leu Gly Ser 

/ 

ACC CCC ATT ATT GAA CAA AGT ACC AAG GGT GGC ATC TCT CTT CCA 



'hr Pro He He Glu Gin Ser Thr 
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ATT GGT CTG ATT GTT GGA GTG ACA TCA CTG GGT CTG CTG ATG TTA 
Tli> Glv L f>n 11^ Vg*1 niy V^"* ^^^^ Ser T^u Gl V LffU Mfit J^W 
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Figure 3B 
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CCT CAT 
Pro His 

CAG CAG 
Gin Gin 

CTA GAG 
Leu Glu 

GGC CAT 
Gly His 



GTG CCT gat/ GAG 
Val Pro As-p Glu 

CAC CTG /TTG ACC 
His Leu/ Leu Thr 

AGC ^CA GCC AGC 
Ser^Ser Ala Ser 

CCC CAA GCA AGA 
p.ro Gin Ala Arg 



TGC CTA CAA AGA GAT GCC AAG GTG 
Ser ^V5 Leu Gin Arg Asp Ala Lys Val 

AAA TcKcAG GAT GCA GTA GGC CTT GAG 
T.y3 Ser Gin Asp Ala Val Gly Leu Glu 

AU GCA CCC^AGT TCC AGC AGC AGC TCC 
Thr .-la Pro Ser Ser Ser Ser Ser Ser 

GCT GGG GAC CGA^AGG GCG CCC CCT GGG 
Ala Gly Asp Arg l^rs Ala Pro Pro Gly 

GTC ATG GCG GAG GCC^CAA GGG TTT CAG GAG GCc/cGT GCC AGC TCC 
vll net Glu Ala Gin Gly Phe Gin Glu I^k Arg Ala Ser Ser 

^rr ATT TCA GAT TCT TCC^CAC GGA AGC CAC .GGG ACC CAC GTC AAC 
Arg 111 sTr Isp Ser Ser H^is Gly Ser His^ Gly Thr His Val Asn 

GTC ACC TGC ATC GTG AAC GTC XTGT AGC j6c TCT GAC CAC AGT TCT 
val Thr Cys He Val Asn Val Cys Ser^/Ser Ser Asp Hxs Ser Ser 

r^r TGC TCT TCC CAA GCC AGC GCCVaCA GTG GGA GAC CCA GAT GCC 
Sn cys ser Ser G^^ Ala Ser Ala T^hr Val Gly Asp Pro Asp Ala 

AAG CCC TCA GCG TCC CCA AAG Ga/gAGXCAG GTC CCC TTC TCT CAG 
Pro ser Ala Ser Pro Lys Asi> Glu Gin Val Pro Phe Ser Gin 

rj.r PAG TGT CCG TCT CAG TCC /cG TGT GAG. ACT ACA GAG ACA CTG 
Su OXu C^s P?o ser Gin Ser/pro Cys Glu^hr Thr Glu Thr Leu 

CAG AGC CAT GAG AAG CCC T,TG CCC CTT GOT GTG CCG GAT ATG GGC 
His Glu Lys Pro Pro Leu Gly Val\Pro Asp Met Gly 

ATG AAG CCC AGC CAA Gc/ GGC TGG TTT GAT CAG krT GCA GTC AAA 
Met Lys Pro Ser Gin A^a Gly Trp Phe Asp Gin He Ala Val Lys 

/ 



GTG GCC 
Val Ala 
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Figure 3C 



GCCTAGTTGTTb€;CATGGAGACTTAAAGAGCTCAGCACTCTGGAATCAAGATACTGGACA 2616 

CTTGGGGCCGACT^GTTAAGGCTCTGCAGCATCAGACTGTAGAGGGGAAGGAAC^ 2 67 6 

GCCCCCTGGTGGCCCG^CTGGGA t GACCTCGGGCCt CCTAGGCAACAAAAGAATGAATT 2736 

GGAAAGGATGTTCCTGGGTG^^CCTAGCTCCTGTGC^T^TGTGGATCCCTAAAGGGTGT 27 96 

GCTAAGG AGCAATTGCACTGTGTGCTGGACAGAATTCCTGCTTATAAATGCTTTTTCSTTG 2856 

TTGTTTTGTACACTGAGCCCTGGCTGJVGCCACCCCAtcCCACCTCCCATCCCACCTTTAC 2916 

ACGCCACTCTTGCAtGAGAACCTGGCTGTCTCCCACTTGTAGCCTGTGGATGCTGAGGAA 297 6 

ACACCCAGCCAAGTAGACTCCAGGCTTgCCCG^ATCTCCTGcTaTGAGTcTggCCTCCTC 3036 

At TgTGTTGTGGGAAgGAGACGGGtrCTGTCATCT^GGAAcgCCCACACCGTGGATGTGA 3096 

ACAa TGGCTGT ACTAGCTTAGACCAgCTTAfeGGCTCTGQATATCACAGGAGGGGGAGCAG 3156 

GGAACAATTTGAGTGCTGACCTAT AACACAgTTCCTAAAGGATCGGGCAGTCCAGAATCT 3216 

CCTCCTTCAGTGTGTGTGTGTGTGTGT^TGTGTGTGTGTGTGTGTGTGTGTGTCCATGTT 327 6 

TGCATGTATGTGTGTGCCAGTGTGTGGAGGCCCGAGGTTGGCTTTGG^TGTGTTTGATCA 3336 

ctctccagttactgaggcgggctgtcatctgtacccagagcttgcacattttctagtct a 3396 

acttgattcagggatctctgtctgcctatggaggtgctcaggttacaggcaggctgccat 34 56 

acctgcccgacatttacatgaivtactagagatctgaattctggtcctcacacttgtatac 3516 

ctgcattttatccactaagacatctctccaagggctcccccttcctatttaataagttag 357 6 
ttttgaactggcaagatg6ctcagtgggtaaggcagtttgcggacaaacctgatgacctg^3 636 

agttggatccctgacas^taaggtagaagagacctgattcctgcaagttgtcctctgacca ^^96 

CCACCCCXTACATGCTTCTGCATATGTGCACACATCACATTCTTGCACACACACTCACAT 3756 

ACCATAAATGTAATAAATTTTTTTAAATAAATTGATTTTATCTTTTAAAAAAAAAA^ 3813 



